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Synopsis

For many decades, applied hair research has been hampered by an unproductive intellectual and conceptual 
divide between researchers who are primarily interested in the hair shaft (HS), its structural properties, visual 
appearance and cosmetic manipulation, and those investigators who are mainly interested in the fascinating 
miniorgan that cyclically regenerates the HS, the hair follicle (HF). This article attempts to bridge this 
unproductive divide between the “dead hair” and “live follicle” worlds by summarizing both current key 
concepts and major open questions on how the HF, namely, the anagen hair bulb and its precortical hair 
matrix keratinocytes, generate the HS, focusing on selected key signaling pathways. We discuss current 
theories of hair shape formation and avenues toward impacting on human HS structure. The article closes by 
delineating which instructive preclinical research assays are needed to ultimately close the experimental gap 
between HS and HF researchers in a manner that benefi ts consumers.

The hair follicle (HF) is a unique miniorgan whose main function is to produce a pig-
mented hair shaft (HS) (1–3). The number of HFs in the human body, about 5 million, is 
determined during embryogenesis when HFs develop as the result of a bidirectional 
cross-talk between cutaneous ectoderm and mesenchyme (4–6). During fetal life, lanugo 
HFs generate soft but long fi ne fi laments, which are present during the prenatal period 
and are usually shed in utero or during the fi rst weeks of life. These fi rst hairs are then 
replaced by vellus HFs that develop into terminal HFs only in particular body areas. Vellus 
HFs form short, unmedullated, non- or light-pigmented hair and cover most areas of the 
body surface. Terminal HFs, which give rise to long, thick, and pigmented hair, are 
developed in the scalp or after puberty in androgen-dependent body areas, such as the 
pubic area, underarm, and male beard (2,7).
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The structure of mature HFs is composed of ectoderm- or mesoderm-derived tissue com-
partments that are arranged in the shape of an inverted-wine glass with many layers like 
in an onion. The distal compartment of the HF, close to the skin surface, is the infun-
dibulum, which continues into the isthmus, delimited by the insertion of the sebaceous 
gland and arrector pili muscle, and the suprabulbar and bulbar areas (1,8,9). The isthmus 
area contains the so-called “stem cell niche,” the bulge, where the multipotent epithelial 
HF stem cells responsible for the constant renewal of the HFs during the hair cycle reside 
(10–13).

The hair bulb is called the “HS machinery” because it is the HF part where hair matrix 
(HM) keratinocytes, melanocytes, and highly specialized inductive fi broblasts in the der-
mal papilla interact with each other to make the hair fi ber (1,8,9).

The HF during its growth phase (anagen) is composed of more than 20 different cell 
populations. The HF’s epithelial compartments, from the outermost to the innermost 
layer, are the outer root sheath (ORS), the inner root sheath (IRS), and the hair fi ber. The 
ORS represents the continuation of the epidermal basal layer. The IRS is further divided 
into four parts, the companion layer, Henle’s layer, Huxley’s layer, and IRS cuticle and 
reaches the insertion of the sebaceous gland duct. The HS is constituted by the cuticle, 
cortex and, only in some cases, the medulla. A substantial basement membrane surrounds 
the ORS, which in turn is enclosed by a mesenchyme-derived layer, the perifollicular con-
nective tissue sheath (1,8,9,14,15).

The HF undergoes life-long process of cyclic transformations (1,8,16–18). The hair fi ber 
is only produced during the HF growth phase, called anagen, which is proportional to the 
size of the dermal papilla, dictating the size, shape, and length of the hair (19). The 
growth phase is followed by an apoptosis-driven regression phase called catagen and by 
a relative stage of rest (telogen). Approximately 100,000 terminal HFs are found in the 
human scalp, which produce dead hair fi bers that are typically long but can vary in shape, 
color, and physical behavior. The growth of the hair fi bers in the human scalp is reported 
to be around 0.3–0.5 mm per day (20).

During anagen, the HS and IRS are produced by highly proliferating germinative HM 
keratinocytes generated by stem cells that originated from the bulge and migrated to the 
hair bulb during early anagen (10–13). These cells lose their proliferative activity after a 
critical anatomically defi ned level in the follicle structure (called as the Auber line), and 
start to differentiate into trichocytes of all HF epithelial cell layers with the exception of 
the ORS (9,14,21). The mechanisms that are involved in proliferation–differentiation 
switch of the HM keratinocytes remain largely unknown. The HS production is associ-
ated with the initiation of the hair-specifi c keratin gene expression program (13,14,22,23). 
The mystery of what occurs at the border between the germinative and precortical HM 
remains one of the major fascinating open questions in the fi eld. It has recently been 
shown that Cyclin-dependent kinase (CDK) interacting protein/kinase inhibitory protein 
(CIP/KIP) family members regulating cell cycle progression/arrest, differentiation, and 
endoreplication are involved in this process (13). Other factors have also been shown to 
be implicated in the switch between HM keratinocytes proliferation and differentiation, 
such as the distance from the dermal papilla, which supply a gradient of growth factors 
(14), as well as miRNAs and other epigenetic regulators (24).

The HS is composed of dead (fully differentiated) keratinocytes (cortical cells) containing 
mainly proteins. Although the cuticle comprises 6–11 overlapping cell sheaths with an 
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exposed edge, cells in the cortex become elongated and the hair keratins are organized 
into macrofi brils (15,25,26). These are complex structures containing intermediate fi la-
ments embedded in a matrix composed of keratin-associated proteins (KAPs). The inter-
mediate fi laments are collections of heterodimers of hair keratin proteins. Macrofi bril 
structures are stabilized by cross-links established by a range of disulphide bonds, ionic 
bonds and hydrogen bonds (25–27). The array of hair keratins and KAPs expressed in 
the HS and other HF compartments have been very well characterized (14,22,23,28–
30). Although these clearly determine the structure and strength of the HS, researchers 
have failed to understand how the modulation of HM keratinocyte activities correlates 
with hair keratins and KAP’s expression and infl uences HS properties. Some attempts 
have been made by “live follicle” researchers, who have shown that precortical hair kera-
tins can be regulated by selected endogenous and exogenous factors ex vivo, using human 
HF organ culture (31,32). Unfortunately, methodological limitations prevented these 
researchers from translating their fi ndings to changes in HS quality. In addition, de-
creased expression of selected hair keratins and KAPs is correlated with hair ageing (33), 
which is also characterized by thinning of the HS (34).

Ultimately, the changes occurring in the “live follicle” contribute to alterations in char-
acter of “dead hair” structure and quality; however, research within the two HF worlds 
remains separated. This is quite surprising considering that these two worlds share the 
hair care market and try to satisfy common consumers. The “live follicle” and “dead hair” 
researchers have clearly different scientifi c interests and different backgrounds; biologists 
are unraveling the secret life of the “live follicle,” whereas physicists and chemists are 
involved in learning about the material properties of the “dead hair.” Indeed, an intense 
literature search is required to reveal the aspects of the “live follicle” that affect the “dead 
hair” structure and quality.

Most of such studies come from the wool industry, for which obviously wool hair fi ber 
quality is more important than hair fi ber length and, therefore, anagen maintenance. For 
example, an elegant study by Bond et al. (35,36) showed that ex vivo treatment of wool 
adult anagen HFs with fi broblast growth factors 1 and 2, whose receptors are expressed 
in the living HFs, has an impact on protein synthesis for the “dead hair” but did not alter 
the cells of the “live” HM. Although the authors have not analyzed the hair fi ber quality, 
they suggested that these changes likely affect tensile strength.

In humans, some information can be extrapolated from genetic hair conditions. It is clear 
that anything that interferes with the production of “dead hair” shaft keratins during 
keratinocyte differentiation in the “live follicle” results in decrease in HS thickness and 
integrity, as seen in monilethrix (5,23,37). Regulation of the production of trichohyalin 
(THH) or its solubility contributes to HS abnormalities. Also, genetic mutations of genes 
encoding for THH or enzymes involved in THH post-translational modifi cation result in 
the condition called uncombable hair syndrome, manifested by a production of silvery-
blond or yellowish-colored disorderly hairs, which are diffi cult to comb (38). Hair disor-
ders characterized by abnormal HS curvature have been linked to changes in the expression 
of IRS keratins (3,5). Patients with defi ciency in Adenosine triphosphate (ATP)7A (or 
Menkes’ ATPase), which is involved in copper traffi cking, feature hypopigmented brittle 
hairs, also called kinky hairs (39,40). Mutation in genes encoding for a protein involved 
in the cell cycle, namely, M phase–specifi c Serine/threonine-protein kinase (PLK1), causes 
trichothiodystrophy, a syndrome in which hairs are brittle because of defi ciency in sulfur, 
a fundamental component for intermediate fi lament cross-linking in the HS (41). We have 
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recently demonstrated that patients showing a new form of ectodermal dysplasia carry the 
mutation in gene TSPEAR encoding the thrombospondin-type laminin G domain and EAR 
repeats protein. This mutation causes scalp hypotrichosis as a result of reduced number of 
HFs and abnormalities in HS cuticle cells, which appeared fl attened. Interestingly, the 
silencing of TSPEAR in mouse HFs ex vivo promoted HM keratinocyte apoptosis and 
reduction in the hair bulb diameter (42). TSPEAR defi ciency negatively impacts HF 
structure and HS quality by regulating the expression of Notch homolog 1, translocation-
associated (Drosophila) (NOTCH)1 (42), a protein involved in HF development and 
regeneration (6,43).

Among “live follicle” researchers, it is very well known that insulin-like growth factor 
(IGF)-1 signaling is fundamental for hair cycle regulation and anagen maintenance (44–
46). Dysregulation of the insulin pathway in the dermal papilla fi broblasts is associated 
with androgenetic alopecia (47), and the addition of insulin or IGF-1 to the culture me-
dium is essential for delaying catagen during HF organ culture ex vivo (48–50). Surpris-
ingly, only few studies reported about the role of the IGF-1 pathway on HS quality 
and structure. DNA polymorphism of IGF-binding protein (IGFBP)-3 causes changes in 
combed cashmere weight, cashmere fi ber length, and guard hair length but not in cash-
mere fi ber diameter (51). Interestingly, IGFBP5 is expressed in the HM, dermal papilla, 
and/or medulla in mice. However, only zigzag but not guard or awl HFs express IGFBP-5. 
Overexpression of IGFBP5 in vivo in the IRS and HS medulla results in hair bending and 
a thicker and longer HS (52). The fact that IGF-1 signaling is involved in hair bending 
was also confi rmed in human HF ex vivo (53). Overexpression of IGF-1 in the IRS and 
medulla in mice prevented hair bending in zigzag HFs but promoted the development of 
longer and thicker hair (44). Therefore, it is conceivable that any compounds increasing 
the expression of IGF-1 in human HFs would not only stimulate anagen prolongation but 
also could lead to the production of thicker, straighter HS.

The Wingless/Integrated (WNT)/β-catenin, Sonic Hedgehog Homolog (SHH), trans-
forming growth factor (TGF)β, and Bone Morphogenetic Protein (BMP) signaling path-
ways are required for hair development and regeneration (1,6). In addition, the regulation 
of proteins belonging to WNT or BMP families is also implicated in HS quality and 
structure. Transgenic mice overexpressing BMP antagonist noggin in the ORS (K5 pro-
moter) show bigger HFs and the replacement of zig-zag and auchene hairs by awl-like hairs 
with increased diameter (54). Interestingly, this effect is related to decrease in the expres-
sion of Cdk inhibitor p27 (Kip1) and increased expression of selected cyclins (13) in the 
HM (54). Instead, overexpression of Wnt3 in the ORS (K14 promoter) causes the produc-
tion of shorter and thinner hairs in mice (55). Similar phenotype was seen when the Wnt 
pathway was inhibited by overexpression of miR-214 in mouse keratinocytes (56). Also, 
the overexpression of only one selected growth factor in the HF ORS in vivo, such as vas-
cular endothelial growth factor (VEGF), stimulates the production of thicker hairs, which 
is associated with the increase in hair bulb size and vascularization around HFs (57). 
Therefore, although it is evident that modulations in “live follicle” activities may highly 
contribute to HS quality, somehow, this aspect of HF research is often forgotten or lim-
ited to gross information such as hair diameter.

Very interesting conclusions can be drawn about the link between “live follicle” and 
“dead hair” based on the information extracted from several articles about the hair bene-
fi ts of caffeine, the most widely used nutraceuticals used in cosmetic formulations. “Live 
follicle” researchers have known for some time that caffeine treatment of human HFs 
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ex vivo results in anagen prolongation associated with increased HM keratinocyte prolif-
eration, reduced apoptosis, and TGFβ1 expression (58,59). In addition, an in vivo 
study showed increased hair weight and stiffness after regular employment of a caffeine-
based shampoo (60). These ex vivo and in vivo observations are very well supported by the 
experience of consumers. However, because caffeine can also be absorbed by the HS itself 
(60), it is not clear whether hair fi ber quality is improved because of the impact of caffeine 
on the “live follicle,” “dead shaft,” or both. Davis et al. (61) reported that a hair care for-
mulation containing caffeine improved HS quality, increasing hair strength and rigidity 
by measuring these parameters on hair tresses. This renders the possibility that caffeine 
acts directly on hair fi ber still more plausible.

This is exactly where researchers from the “live follicle” or the “dead hair” worlds cannot 
close the gap. Unfortunately, at present, we do not have any well-described preclinical 
assays which would allow modulation of activities of the “live follicle” followed by the 
measurement of parameters involved in “dead hair” fi ber quality. However, taking advan-
tage of new tools and techniques developed in both fi elds, such a preclinical assay could 
be established if experienced “live follicle” and “dead hair” researchers join forces. It is 
quite fulfi lling to imagine a preclinical assay in which a “live follicle” could be treated 
while continuously producing the HS, allowing not only parameters of the “live follicle” 
to be investigated (e.g., anagen prolongation and keratins expression) but also HS proper-
ties (e.g., hair protein structures and hair mechanical properties) and signaling pathways 
involved in such modulation.

CONFLICT OF INTERESTS

M.B. is an employee of Monasterium Laboratory (ML) GmbH, a company owned and 
founded by R.P., for which N.B., G.W., C.W., and R.P. serve as consultants. ML services 
include the testing of hair care cosmetic ingredients in vitro, ex vivo, and in vivo, and have 
recently, together with TRI Princeton, opened a call for sponsors fi nancing the develop-
ment of a new ex vivo preclinical assay for predicting the effects of follicle actives on hair 
quality. For additional information, please visit: www.monasteriumlab.com (NEWS) and 
www.triprinceton.org.

REFERENCES

 (1)  M. R. Schneider, R. Schmidt-Ullrich, and R. Paus, The hair follicle as a dynamic miniorgan, Curr. Biol., 
19, R132–142 (2009).

 (2) B. Buffoli, F. Rinaldi, M. Labanca, E. Sorbellini, A. Trink, E. Guanziroli, R. Rezzani, L. F. Rodella, The 
human hair: from anatomy to physiology, Int. J. Dermatol., 53, 331–341 (2014).

 (3) G. E. Westgate, R. S. Ginger, and M. R. Green, The biology and genetics of curly hair, Exp. Dermatol., 
26, 483–490 (2017).

 (4)  R. Sennett and M. Rendl, Mesenchymal-epithelial interactions during hair follicle morphogenesis and 
cycling, Semin. Cell. Dev. Biol., 23, 917–927 (2012).

 (5) O. Duverger and M. I. Morasso, To grow or not to grow: hair morphogenesis and human genetic hair 
disorders. Semin. Cell. Dev. Biol., 25–26, 22–33 (2014).

 (6) P. Rishikaysh, K. Dev, D. Diaz, W. M. Qureshi, S. Filip, and J. Mokry, Signaling involved in hair fol-
licle morphogenesis and development, Int. J. Mol. Sci., 15, 1647–1670 (2014).

 (7)  V. A. Randall, Androgens and hair growth, Dermatol. Ther., 21, 314–328 (2008).
 (8)  J. W. Oh, J. Kloepper, E. A. Langan, Y. Kim, J. Yeo, M. J. Kim, T. C. Hsi, C. Rose, G. S. Yoon, S. J. 

Lee, J. Seykora, J. C. Kim, Y. K. Sung, M. Kim, R. Paus, and M. V. Plikus, A guide to studying human 
hair follicle cycling in vivo, J. Invest. Dermatol., 136, 34–44 (2016).

Purchased for the exclusive use of nofirst nolast (unknown)
From: SCC Media Library & Resource Center (library.scconline.org)



JOURNAL OF COSMETIC SCIENCE320

 (9) D. P. Harland, Introduction to hair development, Adv. Exp. Med. Biol., 1054, 89–96 (2018).
 (10) H Oshima, A. Rochat, C. Kedzia, K. Kobayashi, and Y. Barrandon, Morphogenesis and renewal of hair 

follicles from adult multipotent stem cells, Cell, 104, 233–245 (2001).
 (11) P. Myung and M. Ito, Dissecting the bulge in hair regeneration. J. Clin. Invest., 122, 448–454 (2012).
 (12) T. S. Purba, I. S. Haslam, E. Poblet, F. Jiménez, A. Gandarillas, A. Izeta, and R. Paus, Human epithelial 

hair follicle stem cells and their progeny: current state of knowledge, the widening gap in translational 
research and future challenges, Bioessays, 36, 513–525 (2014).

 (13) T. S. Purba, M. Peake, B. Farjo, N. Farjo, R. K. Bhogal, G. Jenkins, and R. Paus, Divergent prolifera-
tion patterns of distinct human hair follicle epithelial progenitor niches in situ and their differential 
responsiveness to prostaglandin D2, Sci. Rep., 7, 15197 (2017).

 (14)  D. P. Harland and J. E. Plowman, Development of hair fi bres, Adv. Exp. Med. Biol., 1054, 109–154 
(2018).

 (15)  J. E. Plowman and D. P. Harland, Fibre ultrastructure, Adv. Exp. Med. Biol., 1054, 3–13 (2018).
 (16) K. S. Stenn and R. Paus, Controls of hair follicle cycling, Physiol. Rev., 81, 449–494 (2001).
 (17) M. Geyfman, M. V. Plikus, E. Treffeisen, B. Andersen, and R. Paus, Resting no more: re-defi ning 

telogen, the maintenance stage of the hair growth cycle, Biol. Rev. Camb. Philos. Soc., 90, 1179–1196 
(2015).

 (18) J. E. Plowman and D. P. Harland, The follicle cycle in brief, Adv. Exp. Med. Biol., 1054, 15–17 (2018).
 (19)  W. Chi, E. Wu, and B. A. Morgan, Dermal papilla cell number specifi es hair size, shape and cycling and 

its reduction causes follicular decline, Development, 140, 1676–1683 (2013).
 (20) G. E. Westgate, N. V. Botchkareva, and D. J. Tobin, The biology of hair diversity, Int. J. Cosmet. Sci., 35, 

329–36 (2013).
 (21) T. S. Purba, L. Brunken, N. J. Hawkshaw, M. Peake, J. Hardman, and R. Paus, A primer for studying 

cell cycle dynamics of the human hair follicle, Exp. Dermatol., 25, 663–668 (2016).
 (22) L. Langbein and J. Schweizer, Keratins of the human hair follicle, Int. Rev. Cytol., 243, 1–78 (2005).
 (23)  J. Schweizer, L. Langbein, M. A. Rogers, and H. Winter, Hair follicle-specifi c keratins and their dis-

eases, Exp. Cell. Res., 313, 2010–2020 (2007).
 (24) T. Andl and N. V. Botchkareva, MicroRNAs (miRNAs) in the control of HF development and cycling: 

the next frontiers in hair research, Exp. Dermatol., 24, 821–826 (2015).
 (25) M. Kadir, X. Wang, B. Zhu, J. Liu, D. Harland, and C. Popescu, The structure of the “amorphous” 

matrix of keratins, J. Struct. Biol., 198, 116–123 (2017).
 (26) D. P. Harland and A. J. McKinnon, Macrofi bril formation, Adv. Exp. Med. Biol., 1054, 155–169 (2018).
 (27) S. Deb-Choudhury, Crosslinking between trichocyte keratins and keratin associated proteins, Adv. Exp. 

Med. Biol., 1054, 173–183 (2018).
 (28) M. A. Rogers, L. Langbein, S. Praetzel-Wunder, H. Winter, and J. Schweizer, Human hair keratin-

associated proteins (KAPs), Int. Rev. Cytol., 251, 209–263 (2006).
 (29) J. E. Plowman, Diversity of trichocyte keratins and keratin associated proteins, Adv. Exp. Med. Biol., 

1054, 21–32 (2018).
 (30) R. D. B. Fraser and D. A. D. Parry, Trichocyte keratin-associated proteins (KAPs), Adv. Exp. Med. Biol., 

1054, 71–86 (2018).
 ( 31) Y. Ramot, T. Bíró, S. Tiede, B. I. Tóth, E. A. Langan, K. Sugawara, K. Foitzik, A. Ingber, V. Goffi n, 

L. Langbein, and R. Paus, Prolactin—a novel neuroendocrine regulator of human keratin expression in 
situ, FASEB J., 24, 1768–1779 (2010).

 (32) Y. Ramot, G. Zhang, T. Bíró, E. Lisztes, W. Funk, A. Ingber, L. Langbein, and R. Paus, TSH is a novel 
neuroendocrine regulator of selected keratins in the human hair follicle, J. Dermatol. Sci., 64, 67–70 
(2011).

 (33) M . Giesen, S. Gruedl, O. Holtkoetter, G. Fuhrmann, A. Koerner, and D. Petersohn, Ageing processes 
infl uence keratin and KAP expression in human hair follicles, Exp. Dermatol., 20, 759–761 (2011).

 (34) M . Goodier and M. Hordinsky, Normal and aging hair biology and structure “aging and hair”, Curr. 
Probl. Dermatol., 47, 1–9 (2015).

 (35) J . J. Bond, P. C. Wynn, and G. P. Moore, The effects of fi broblast growth factors 1 and 2 on fi bre growth 
of wool follicles in culture, Acta Derm. Venereol., 78, 337–342 (1998).

 (36) J . J. Bond, P. C. Wynn, and G. P. Moore, Fibre growth of cultured wool follicles: effects of fi broblast 
growth factors 1 and 2, Exp. Dermatol., 8, 323–324 (1999).

 (37) Y . Shimomura, Journey toward unraveling the molecular basis of hereditary hair disorders, J. Dermatol. 
Sci., 84, 232–238 (2016).

Purchased for the exclusive use of nofirst nolast (unknown)
From: SCC Media Library & Resource Center (library.scconline.org)



BRIDGING THE “DEAD HAIR”—“LIVE FOLLICLE” 321

 (38) F . B. Ü Basmanav, L. Cau, A. Tafazzoli, M. C. Méchin, S. Wolf, M. T. Romano, F. Valentin, H. Wiegmann, 
A. Huchenq, R. Kandil, N. Garcia Bartels, A. Kilic, S. George, D. J. Ralser, S. Bergner, D. J. P. Ferguson, 
A. M. Oprisoreanu, M. Wehner, H. Thiele, J. Altmüller, P. Nürnberg, D. Swan, D. Houniet, A. Büchner, 
L. Weibel, N. Wagner, R. Grimalt, A. Bygum, G. Serre, U. Blume-Peytavi, E. Sprecher, S. Schoch, 
V. Oji, H. Hamm, P. Farrant, M. Simon, and R. C. Betz, Mutations in three genes encoding proteins 
involved in hair shaft formation cause uncombable hair syndrome, Am. J. Hum. Genet., 99, 1292–1304 
(2016).

 (39) J. H.  Menkes, Kinky hair disease: twenty fi ve years later, Brain Dev., 10, 77–79 (1988).
 (40) A. Mor rell, S. Tallino, L. Yu, and J. L. Burkhead, The role of insuffi cient copper in lipid synthesis and 

fatty-liver disease, IUBMB Life, 69, 263–270 (2017).
 (41) K. Nak abayashi, D. Amann, Y. Ren, U. Saarialho-Kere, N. Avidan, S. Gentles, J. R. MacDonald, E. G. 

Puffenberger, A. M. Christiano, A. Martinez-Mir, J. C. Salas-Alanis, R. Rizzo, E. Vamos, A. Raams, 
C. Les, E. Seboun, N. G. J. Jaspers, J. S. Beckmann, C. E. Jackson, and S. W. Scherer, Identifi cation of 
C7orf11 (TTDN1) gene mutations and genetic heterogeneity in nonphotosensitive trichothiodystro-
phy, Am. J. Hum. Genet., 76, 510–516 (2005).

 (42) A. Pel ed, O. Sarig, L. Samuelov, M. Bertolini, L. Ziv, D. Weissglas-Volkov, M. Eskin-Schwartz, C. A. 
Adase, N. Malchin, R. Bochner, G. Fainberg, I. Goldberg, K. Sugawara, A. Baniel, D. Tsuruta, 
C. Luxenburg, N. Adir, O. Duverger, M. Morasso, S. Shalev, R. L. Gallo, N. Shomron, R. Paus, and 
E. Sprecher, Mutations in TSPEAR, encoding a regulator of notch signaling, affect tooth and hair 
follicle morphogenesis, PLoS Genet., 12, e1006369 (2016).

 (43) N. Ali , B. Zirak, R. S. Rodriguez, M. L. Pauli, H. A. Truong, K. Lai, R. Ahn, K. Corbin, M. M. Lowe, 
T. C. Scharschmidt, K. Taravati, M. R. Tan, R. R. Ricardo-Gonzalez, A. Nosbaum, M. Bertolini, 
W. Liao, F. O. Nestle, R. Paus, G. Cotsarelis, A. K. Abbas, and M. D. Rosenblum, Regulatory T cells 
in skin facilitate epithelial stem cell differentiation, Cell, 169, 1119–1129.e11 (2017).

 (44) N. Weg er and T. Schlake, Igf-I signalling controls the hair growth cycle and the differentiation of hair 
shafts, J. Invest. Dermatol., 125, 873–882 (2005).

 (45) J. Li,  Z. Yang, Z. Li, L. Gu, Y. Wang, and C. Sung, Exogenous IGF-1 promotes hair growth by stimulat-
ing cell proliferation and down regulating TGF-β1 in C57BL/6 mice in vivo, Growth Horm. IGF Res., 
24, 89–94 (2014).

 (46) M. Caste la, F. Linay, E. Roy, P. Moguelet, J. Xu, M. Holzenberger, K. Khosrotehrani, and S. Aractingi, 
Igf1r signalling acts on the anagen-to-catagen transition in the hair cycle, Exp. Dermatol., 26, 785–791 
(2017).

 (47) L. Tang,  O. Bernardo, C. Bolduc, H. Lui, S. Madani, and J. Shapiro, The expression of insulin-like 
growth factor 1 in follicular dermal papillae correlates with therapeutic effi cacy of fi nasteride in andro-
genetic alopecia, J. Am. Acad. Dermatol., 49, 229–233 (2003).

 (48) M. P. Ph ilpott, D. A. Sanders, and T. Kealey, Effects of insulin and insulin-like growth factors on cul-
tured human hair follicles: IGF-I at physiologic concentrations is an important regulator of hair follicle 
growth in vitro, J. Invest. Dermatol., 102, 857–861 (1994).

 (49) E. A. La ngan, M. P. Philpott, J. E. Kloepper, and R. Paus, Human hair follicle organ culture: theory, 
application and perspectives, Exp. Dermatol., 24, 903–911 (2015).

 (50) M. P. Ph ilpott, Culture of the human pilosebaceous unit, hair follicle and sebaceous gland. Exp. Derma-
tol., 27, 571–577 (2018).

 (51) H. Liu,  C. Liu, G. Yang, H. Li, J. Dai, Y. Cong, and X. Li, DNA polymorphism of insulin-like growth 
factor-binding protein-3 gene and its association with cashmere traits in cashmere goats, Asian-Australas 
J. Anim. Sci., 25, 1515–1520 (2012).

 (52) T. Schla ke, Segmental Igfbp5 expression is specifi cally associated with the bent structure of zigzag hairs, 
Mech. Dev., 122, 988–997 (2005).

 (53) P. Sriwi riyanont, A. Hachiya, W. L. Pickens, S. Moriwaki, T. Kitahara, M. O. Visscher, W. J. Kitzmiller, 
A. Bello, Y. Takema, and G. P. Kobinger, Effects of IGF-binding protein 5 in dysregulating the shape 
of human hair, J. Invest. Dermatol., 131, 320–328 (2011).

 (54) A. A. Sh arov, T. Y. Sharova, A. N. Mardaryev, A. Tommasi di Vignano, R. Atoyan, L. Weiner, S. Yang, 
J. L. Brissette, G. P. Dotto, and V. A. Botchkarev, Bone morphogenetic protein signaling regulates the 
size of hair follicles and modulates the expression of cell cycle-associated genes, Proc. Natl. Acad. Sci. 
U.S.A., 103, 18166–18171 (2006).

 (55) S. E. Mi llar, K. Willert, P. C. Salinas, H. Roelink, R. Nusse, D. J. Sussman, and G. S. Barsh, WNT 
signaling in the control of hair growth and structure, Dev. Biol., 207, 133–149 (1999).

Purchased for the exclusive use of nofirst nolast (unknown)
From: SCC Media Library & Resource Center (library.scconline.org)



JOURNAL OF COSMETIC SCIENCE322

 (56) M. I. Ah med, M. Alam, V. U. Emelianov, K. Poterlowicz, A. Patel, A. A. Sharov, A. N. Mardaryev, and 
N. V. Botchkareva, MicroRNA-214 controls skin and hair follicle development by modulating the 
activity of the Wnt pathway, J. Cell Biol., 207, 549–567 (2014).

 (57) K. Yano,  L. F. Brown, and M. Detmar, Control of hair growth and follicle size by VEGF-mediated 
angiogenesis, J. Clin. Invest., 107, 409–417 (2001).

 (58) T. W. Fi scher, U. C. Hipler, and P. Elsner, Effect of caffeine and testosterone on the proliferation of human 
hair follicles in vitro, Int. J. Dermatol., 46, 27–35 (2007).

 (59) T. W. Fi scher, E. Herczeg-Lisztes, W. Funk, D. Zillikens, T. Bíró, and R. Paus, Differential effects of 
caffeine on hair shaft elongation, matrix and outer root sheath keratinocyte proliferation, and transforming 
growth factor-β2/insulin-like growth factor-1-mediated regulation of the hair cycle in male and female 
human hair follicles in vitro, Br. J. Dermatol., 171, 1031–1043 (2014).

 (60) I. K. Jung,  S. C. Park, Y. R. Lee, S. A. Bin, Y. D. Hong, D. Eun, J. H. Lee, Y. S. Roh, and B. M. Kim, 
Development of a stiffness-angle law for simplifying the measurement of human hair stiffness, Int. J. 
Cosmet. Sci., 40, 157–164 (2018).

 (61) M. G. Davis,  J. H. Thomas, S. van de Velde, Y. Boissy, T. L. Dawson, Jr., R. Iveson, and K. Sutton, A 
novel cosmetic approach to treat thinning hair, Br. J. Dermatol., 165, (Suppl. 3), 24–30 (2011).

Purchased for the exclusive use of nofirst nolast (unknown)
From: SCC Media Library & Resource Center (library.scconline.org)


